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RESEARCH 
 

RESEARCH INTERESTS 

In humans, cells and cellular compartments use membrane proteins (MP) as the first 

sensors and actuators towards the environment. Cells communicate with other cells, 

pathogens, or the media by means of membrane proteins. Thus, it is key to know how 

membrane proteins exert their function, especially considering that most of the pharma 

industry therapeutic targets are membrane proteins, such as ion channels, GPCRs, 

transporters, etc. Structure and  function of membrane proteins are intrinsically related, 

and membrane protein structural biology is a challenge, thus out-of-the-box strategies 

are required to understand the interactions of proteins and membranes and the 

implications in pathophysiology. In order to gain this knowledge, we propose a 

multidisciplinary and multiperspective approach combining wet and dry lab 

experiments. 

 

STRATEGIC OBJECTIVES 

1. Computational aided drug design (CADD) together with experimental methods to 

allow the identification of new ligand binding sites and new ligands for TRPV channels.  

  

2. Cross-interactions of endogenous neuropeptides in membrane environments 

related to amyloid and neurodegenerative disorders  

 

 

 

 

 

 

 

 

 

 



 

 

MAIN RESEARCH LINES 

1. TRP CHANNELS PHARMACOLOGY AND PATHOPHYSIOLOGY  

2. AMYLOID AND MISFOLDING  

3. MEMBRANE PROTEIN STRUCTURAL BIOPHYSICS  
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